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Introduction

Results

The dopamine transporter gene (DAT1) is a primary
candidate for attention deficit hyperactivity disorder
(ADHD). Association studies conducted to date have
been in children and adolescents and have focused
on the 40-bp variable number of tandem repeats
(VNTR) polymorphism in the 30 untranslated region of
DAT1. They have yielded conflicting results. A 30-bp
VNTR located in intron 8 has recently been proposed as a
novel functional site. In samples of English and
Taiwanese children, single marker analyses showed
association between ADHD and the 6-repeat (6r) allele
(allele 3) of this 30-bp VNTR and the 10-repeat (10r)
allele of the 40-bp VNTR; in addition, association
was found with a common 6r–10r haplotype (Brookes
et al., 2006).

No association was found, neither when testing single
markers nor haplotypes. The allele frequencies for the 6r
allele of the 30-bp VNTR were 79% in cases vs. 79.8% in
controls. The allele frequencies for the 10r allele were
72.2% in cases and 74.6% in controls. The frequencies for
the 6–10 haplotype were 68.7 in cases and 70.4% in
controls. Likewise, no differential distributions of alleles
nor haplotypes were observed, when cases were stratified
according to their clinical subtype (inattentive vs. mixed
inattentive–hyperactive).

Methods
We tested the association between these variants and
ADHD in a sample of 122 adult ADHD patients and 174
community-based controls, all of German descent.
Assuming effect sizes between 1.5 and 2 and a multiplicative model, we had a power of > 0.9 to detect an
association between this risk haplotype and ADHD,
under the assumption that the same genetic mechanisms
act in adult ADHD.

Conclusion
Our results thus do not support an association with
ADHD in adults from the German population for either
the 30-bp VNTR of intron 8 nor for the 40-bp VNTR in
the 30 untranslated region. This nonreplication is unlikely
to be owing to ethnic heterogeneity as the original
association finding was obtained in an English and
Taiwanese sample. It may be possible that adults with
ADHD constitute a subtype of ADHD, which is not
associated with variations in the DAT1.
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